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TexHu4yeckas cneuncmkaums

HOMOAHUTEAD KDEMHE3ZEMHbBIN OCAXKAEHHbBIM (OKCTPACUA M)
TY 20.13.24-005-41610791-2023

Hopma no
HaumeHoBaHUe TY 20.13.24- METOA KOHTPOAS
noKasaTeAs 005.41610791-
2023
MNMopoLuok 6eAoro
1. BHELUHMM BUA LuBeTta 6e3 Bm3yaAbHO
MOCTOPOHHMX
npumecen

2. MaCCcoBOs AOA AMOKCUAQ KPEMHMS (B
nepecyeTe HA NMNPOKAAEHHOE BELLLECTBO), 97 roCT 18307
%, HE MeHee
3. MaccoBas AOAS BAOTU, % 3,0-8,0 FTOCT 31698
4. P 5% BOAHOM 6,0-7,5 roCT 18307
CyCneH3un
5. HaCbINHOS NAOTHOCTb, /A (I/AM3) 460-120 FOCT 18307
6. Pasmep yactmu, D50, Mkm, He Boaee 15 MNo8.11TY
7. MaccoBas aoas cyabdoaTta SO4, %, He 10 FOCT 18307
Boaee
8. MNoTepu Npu NPOKAAMBAHKMMK (9500°C), %, 6 FOCT 18307
He Boaee
9. MacaoemkocTsb, 1/100r, He meHee 240 Mo 8.12TY
10. 3anax Ortcyrcrsyert
CsuHeL, Mr/kr, He Boaee 5 FTOCT 26932
MBILLIBAK, MI/KT, HE Boaee 3,0 FTOCT 26930
PTyTb, MI/Kr, HE BOAEE 1,0 FTOCT 26927
Xeneso, %, He Boaee 0,05 rOCT 18307
Candida albicans, KOE/1 1 OTCYTCTBME FTOCTISO18416
Pseudomonas aeruginosa, KOE/1 r OTCYTCTBME TOCT P 54755
Escherichia coli, KOE/Q,5r OTCYTCTBME FOCT 30726
Staphylococcus Auerus, KOE/0,5r OTCYTCTBUE rOCT 31746
obuee ymucao 6akrepun, KOE/T, He Boaee 100 rOCT 31747,

FOCT 31659
obLLLEE YUCAO NAECHEBBIX TPMbos, KOE/T, 70 FOCT 10444.12
He Boaee
- obLLLEE YUCAO MEZOTOUABHBIX ADPOBHbIX 100 FOCT 10444.15
mukpoopranmamos, KOE/r, He Boaee
obLee Yyncao apoxoken, KOE/r, He Boaee 70 FTOCT 10444.12




